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The role of histone chaperones in histone acetylation
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Chromatin remodeling, from the elemental motor to regulation by the environmental cues
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Structural Insights into Transcription Initiation
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RIF1-ASF1-mediated high-order chromatin structure safeguards genome integrity
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Centromeric Chromatin Organization Plays a Critical Role in Choosing the Routes of Meiosis in Fission Yeast
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Functional analysis of the human MSL-HAT complex in epithelial to mesenchymal transition and cell division

ReeRi (Z2E0R )

18:20-20:00 BEIERE [ —HAEET. ZH2BET. ZH#2UT ]
HERERMEMR, Fom40 o8 /i, ZirE

= B (EmXE)
Dissecting the role of the replisome-histone chaperone networks during nucleosome segregation
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Trim28 citrullination regulates mouse embryonic stem cells pluripotency by altering chromatin structure
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Regulation of FACT on nucleosome dynamics
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Joint single-cell multiomic analysis in Wnt3a induced asymmetric stem cell division
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Folding the genome by cohesin
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Epigenetics: plasticity, heritability & memory
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11:10-11:25 B (FALIFBARZ)
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How piRNA length is defined?
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RNA cleavage by CRISPR-Cas systems
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Aging-associated IncRNAs are evolutionary conserved and participate in NFkB signaling
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Quantifying the phase separation property of chromatin-associated proteins under physiological conditions using
an anti-1,6-hexanediol index
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Balancing embryonic development through “imbalance”
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Pseudouridylation Landscape on ncRNAs and mRNAs Guided by Small Nucleolar RNAs
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Mechanism of H2AK15ub and H4K20me0 recruit BRCA1-BARDI1 complex to damaged chromatin during DNA replication
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Profiling PRMT methylome reveals roles of hnRNPA1 arginine methylation in RNA splicing and cell growth



202 1| EMEESREREDPF A=

A *D
EPIGENETICS AND CHROMATIN BIOLOGY CONFERENCE E.LM E = = .

SWHE

(108 208)

08:30-08:50

08:50-09:10

09:10-09:30

09:30-09:50

09:50-10:10

10:25-10:40

10:40-10:55

10:55-11:10

11:10-11:25

11:25-11:40

11:40-11:55

11:55-12:10

14:00-14:20

14:20-14:35

14:35-14:50

14:50-15:05

15:05-15:20

15:20-15:35

Session 4: KBSHEBIFMWEEEE A FTEL/ MF

A ) . .
Epigenetic inheritance and reprogramming during mammalian early development
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Functional Relevance of Transcription Condensates
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Molecular basis of H3K36 methylation by NSD family of histone lysine methyltransferases
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ZFP281-BRCA2 prevents R-loop accumulation in embryonic stem cells
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The de novo establishment and synchronization of Polycomb functions at CpG islands after embryo implantation

10:10-10:25 REX & BHITIE [ =% XESF11O )

TRE (FIXZFE)
Phase Separation of OCT4 Controls TAD Reorganization to Promote Cell Fate Transitions
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The 19S Proteasome Subunit RPN11 Drives Myelomagenesis through H2AK 119 Deubiquitination and
via Coordination with MMSET Independently of Proteolysis
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The PAF1 complex promotes processing of pervasive transcripts through the Integrator complex
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Metabolic regulation of telomere silencing and aging by SESAME complex
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Induction of multiple features of cellular senescence in cancer underlies the therapeutic response to PRC2 inhibition
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An epigenetic mechanism underlying chromosome 17p deletions-driven lymphomagenesis.
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Imaging chromatin interactions with higher-resolution Tn5-FISH
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Establishment and transmission of epigenetic ‘memory of winter cold’ in Arabidopsis
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Genetic and epigenetic evolution of plant meristems
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ProXs drive the formation of membraneless organelles in plants
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Chromatin remodeling enzymes regulate genome architecture in Arabidopsis
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Chromatin architectural alterations associates with responsive transcriptional and epigenetic
variations due to mutation of a major CG methylase in plants
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Study on the Molecular Mechanism of Polypoid Advantage in Common Wheat
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Transcriptional regulation and epigenetic inheritance of drug addiction
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Comprehensive analyses of epigenomic programming during mouse spermatogenesis reveal a unique
broad H3K4me3 regulation at promoters and enhancers for round spermatid development
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Enhancer-promoter RNA maps link risk variants to disease genes
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Decoding the mechanisms of human development and diseases by single cell genomics approaches
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Non-adenosine residues within RNA poly(A) tails
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Measuring protein-DNA interaction and transcriptional regulation in single cells
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